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BuBuenns  crany  Mikpoduiopu  pOTOBOI
MOPOXKHUHU BiITpa€ BaXIIMBY POJIb AT BCTAHOBIICHHS
MATOTCHEeTHYHNX  MEXaHi3MIB BHHUKHEHHS THIHHO-
3amajgbHAX 3aXBOPIOBaHb TKAHMH MapoIoHTY. MikpoOiom
POTOBOI OPOXKHUHY JIOAWHHU Hajiuye Oinmbire 700 BUAiB
MIKpOOpTaHi3MiB, sKi  3acensfioTh pi3Hi  OioTomH,
BKITIOYAIOYN 3yOW, sCHA, SI3WK, IMOKH, TBepAe 1 M'ske
MiHEOIHHSA, a TaKOX MHLIAIWHU. TepMiH «MiKpoOiom»
oyB BBenenuit B 2001 poui [xomya Jlenepbeprom s
MO3HAYCHHSI «EKOJIOTIYHOI CYKYIMHOCTI KOMEHCAJbHUX,
CUMOIOTHYHUX Ta MaTOr€HHUX MIKpPOOPraHi3MiB HAIIOTO
TiNa, SIKi BiAIrparoTh pOJb «AETEPMIHAHT 3JI0POB’S Ta
3axBOpOBaHby [1].

[ig BruIMBOM pI3HWX YMHHHKIB y SKICHOMY Ta
KUTBbKICHOMY CKJIali MIKpOQIOpH pPOTOBOI IMOPOKHUHH
BinOyBaroThcs 3MiHM. Ha ii craH BIMBarOTH CHOCIO
KHUTTS, BIK, Xap4yBaHHS JIOJUHHU, TOTPUMaHHS IPaBUII
TiTi€HH POTOBOI MOPOXKHHWHH, a TAKOXK HASBHICTH Pi3HHUX
XBOp0O, B TOMY YHCII Pi3HI MOPYIICHHS Ta XBOPOOW B
caMiii poTOBiii MOpOXXKHUHI, Ta iHII (akTopu. OCKiNbKK
iCHye  TOCTIHHMHA  TOTIK  MIKpPOOpraHi3MiB,  LIO
MNOTPAIUISIIOTE 0 POTOBOI TOPOKHUHH 3 OTOYYOUOTO
CepelloBHUINa, HEOOXIAHO BIIPI3HATH iX BiN €HIOTCHHHX
BuaiB, ski Teogop Poy30epi Ha3BaB MICICBUMHU
Mikpobamu ab0 HOpMallbHOIO Mikpoduoporo [2, 3].

BBakaeTbcs, MmO  pI3HUOIO  MDK ~ HAMH
HEMO>KJINBO BCTAHOBHUTH O€3II0CEPEIHBO TOCIIKEHHIMA
JuIIe i30T Bin sroneii. HeoOXimqHO MOpiBHIOBATH iX 3
130J1ITaMH 3 30BHIIIHBOTO CEpPEOBHUINA, a0M BCTAHOBUTH,
SIKi KJIOHU INBUIKO BIHOBIIOIOTHCS B OpraHi3mi xassiHa,
a0bo — B OoTOUyIOUOMY cepenoBHIli. TOOTO BCTAaHOBUTH, 3
SKAM apeajioM pi3Hi BHAM OakTepidl TicHille MOB’s3aHi.
Jlo mpukiany BBaxkaeThes, mo Buau poxy Prevotella
BUSBJICHI JIKIIIE B MIKPOOIOTi CCaBIIB, TOMI K BUAU POJLY
Sphingomonas 3HaxoasTh B OTOYYIOUOMY CEPEIOBHIII
MIPY TOCTDKEHHSX o3ep Ta IpyHTiB. CTymiHb acoriamii 3
OpraHi3MOM  Xa3siHa I pIi3HUX POMIB  CIIBHO
BIPI3HAEThCI B 3aJCKHOCTI Bil (DIIOTCHETHYHOTO
nosioxkeHHs. Tak npakTUYHO BCi poau Bacteroidetes,
MOB’s3aHI 3 Xas3diHOM, BOAHOYAC, SK BCI poan
Alphaproteobacteria BBaXkarOThCsI HEPEXiAHUMHU  Bif
oTouyr4OoTo cepenonuina [4].

AmnHamiz  MikpoOioMy  pOTOBOi  MOPOXHWHU
3JI0POBHX JIFOJICH 3 BUKOPUCTAHHSAM OCTaHHIX JNOCSTHEHb
B TEXHOJIOTii CeKBEHYBaHHS BHSABHB, 1[0 OiNTbIIa YacTHHA
BUAIB OaKTepiaJbHUX MIKPOOPraHi3MiB y 3IO0POBHX
Jrojiei, inenruuna [5, 6].

Ha ocHOBiI MiXXHapOZHUX IOCTIIKCHb OCTaHHIX
POKIB CTBOpeHO 0a3y (IIOTEHETHYHUX MAaHHX IIPO
MiKpoOioM pOTOBOI MOpoKHMHU JiroauHu - Human Oral
Microbiome Database (HOMD), sika Bkirouae 6ins 700
TakCOHIB (OKpeMHX BHIIB Ta miarpym) Ta 13 Tumis
Actinobacteria, Fusobacteria, Chlamidia, Chloroflexi,
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Euryarchaeota, Firmicutes, Proteobacteria Spirochaetes,
SR1, Synergistetes, Tenericutes u TM7. HOMD - ue
mepma (¢igoreHeTHYHa 0a3a pe3yJIbTATIiB  BHBUCHHS
MiKpoOioMy, sIka CIIpSMOBaHA Ha PO3YMIHHA 3IIOPOB’S Ta

PO3BUTKY XBOpOO  pOTOBOi  HOPOKHHHH  JFOJUHH
(Brimrouaroun  Kapiec,  THiffHO-3amaibHi ~ XBOpOOH
MapoIOHTY Ta iHII).

Jns  Toro, 1mo0  BU3HAYUTH  BiJHOCHY

YHCEJIbHICTh TAKCOHIB Ta BUSBUTHU HOBI BHIH MIKPOOiOTH
poToBoi MOpoXXHWHM, Oyno mpoBeaeHo aHamiz 36 043
kioHiB reHiB 16S pPHK 3 6imeme wHixk 1000 i30msTiB. 3a
pe3ynbpratamu BusBieHo 1179 takconis, 3 sxux Oinst 280
BUAIB OakTepiii Oynm BHIOUIEHI KyJlIbTypalbHO Ta
otpumanu odimiitHy Ha3By, 0111 8§ % — KyIbTUBOBaHI, ane
He Ha3BaHi, a 68 % BHUABWIHCS TaKHMH, IO HE
KyJIbTHUBYIOThCSA. TakuM 4MHOM, OYJIO MIATBEPIDKEHO, L0
OijplIe TTOJIOBMHM BUIIB OakTepili, iICHyIOUMX B POTOBIH
MOPOKHUHI, HE MOXXJIMBO KyJIbTHBYBAaTH Ha YXMBMJIBHUX
cepenoBuiax [4, 7].

3 PpO3BHUTKOM METOJIB MOJIEKYJSIpHOI OioJiorii,
30KpeMa METOJIB SIKICHOI'O Ta KUIBKICHOTO BH3HAYCHHS
HYKJICTHOBHX KHCIIOT, CTAJI0 MOXXJIMBHM BH3HAuaTH He
TUTBKH CKIJIAJ, a ¥ BiTHOCHY KUTBKICTh MIKpPOOPTaHi3MiB B
pisHEHX Ccy00ioTomax pOTOBOI MOPOXHHWHH. [ pyroro
JOCHiTHUKIB MeTooM KinbkicHOI [1JIP B peampHOMY Haci
NPOBENCHO  BH3HAYCHHS  CIIBBIJHOLICHHS  LISCTH
HaWOUTBII Ba)KTUBHX IAapOJOHTONATOrEHIB Ta CyMapHOI
MIKpOJIOpH NapoJOHTAIBHUX KapMaHiB B TIpynax
3IOPOBUX JIIOJIEH Ta y XBOPHX Ha MapOJOHTH Pi3HOTO
CTYyNEHIO TSDKKOCTI. Byno BcraHOBiEHO, WO MmiJ 4ac
PO3BUTKY TIAPOJOHTUTY BIAMIYAETHCSA TEHICHILSA IO

30UIBIIEHHS  KUIBKOCTI  BCIX ~ MIKpPOOpraHi3MiB B
NapoAOHTAILHOMY KapMaHi (3a MOKa3HUKOM
OaktepiampHOi Macw). HaiOimpmm cyTTeBO  3pocTae
kimekicte  Porphyromonas  gingivalis,  Prevotella
intermedia i Tannerella forsythensis (Bacteroides
forsythus). IMpu  Baxkkid  ¢GopMi  XPOHIUYHOTrO

rerepainizoBaHoro mapogoHTUTy (XI'TI) KimbKIiCTh mHX
30yqHUKIB 30inburyeThest Oinpuie Hik y 100 pasis.
OTpumaHi pe3yibTaTH CBigYaTh [P0  MOXKJIHMBICTH
BUKOPUCTAHHS  KUIBKICHOI  OIMIHKH  CITIBBITHOIICHHS
MaTOTeHHUX MPEICTaBHUKIB MIKpOOIOIEHO3Y
NapOJOHTAJIBHUX KapMaHiB AK  JIarHOCTHYHOTO
IHCTpyMEHTa, 3 METOI IIPOTHO3YBaHHS  PO3BUTKY
MAapOJIOHTHUTY. ABTOPH PEKOMEHIYIOTh BUKOPHUCTOBYBAaTH
BH3HauYeHHs cmiBBimHomenns P.gingivalis, P.intermedia
ta T.forsythensis, 3arampHoi OakrepianpbHOl Macu Ta
renomuoi JIHK mamienTa [8].

BomHouwac cmig BIOMITHTH, IO pe3ylbTaTH
JOCTI/DKeHb YacTOTH BHSBIICHHS MAapOJOHTONATOICHIB Y
3nopoBux oci6 ta y xBopux Ha XITI, omyOiikoBaHi
pi3HUMH aBTOpaMu, cyTTeBO pi3HAThCA. Tak Braga R.R.
ta Carvalho M.A. sussmwiu P. intermedia y 80,0 %
3nopoBux oci6 iy 90,0 % xBopux Ha XI'TI, P. gingivalis
46,6 % 3nopoBux oci6 iy 70,0 % xBopux Ha XITI, A.
actinomycetemcomitans — B ycix obcrexeHux B 000X
rpynax. Y npocmimkennsx Hyvirinen K. He BusiBieHO
CTATUCTUYHO BiporizHOi pisuuui Bwmicty P. gingivalis
A.actinomycetemcomitans, P. intermedia, T.forsythensis u
T. denticola B 3pa3kax ciIMHH 3TOPOBHX JIFOJCH Ta XBOPUX
na XI'II [9, 10].
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JocmimkeHHsT MiKpoOioMY JIFOMHU TTPOBOISATHCS
KpIM Cy4acCHHX TE€HETHYHO-MOJEKY/SIPHUX METOJIB,
TaKOX 1 KIaCHYHWMH, JaBHO BIZOMHMH MeTomamu. Tak
TPYHOI0  JMOCHiAHWKIB  TpPH  BHUBYCHHI  BIUIUBY
HU3bKOMOJIEKYJISIPHUX IMyHOMOZYJISITOPIB
0akTepiaJIbHOTO MOXOJPKEHHS Ha CKJIaJX MIiKpOOiOleHO3y
MPOBEACHO JOCIHIIKEHHS CKJIQJy MIKpoOioMy pOTOBOT
MOPOXKHHHU METOJIOM ~XpOMaro-Mac-CIIEKTpOMeTpii 3
BU3HAYCHHSM KiJIbKICHOI'O BMICTYy MapKepiB: allbJIeruIiB,
CTepHHIB, KapOOHOBHX KHCJIOT. HwkHe rpaHH4HE
3HAYeHHs YyTIMBOCTI MeToy aopisHioBano 10* KYO/mi.
BcranoBneHo, 10 9acToTa MPHUCYTHOCTI MIKpPOOPTaHi3MiB
B POTOBIH pifnHI y 3M0poBHX Moaeii BikoMm 18-23 pokiB
ckmamana (y %) st Streptococcus mutans - 97,92;
Fusobacterium nucleatum - 91, 66; Veillonella spp.-
83,33; Candida albicans - 58,3; Neisseria spp.- 37,5;
Bifidobacterium spp.- 60,41; Eubacterium spp. - 10,41;
Lactobacterium spp.- 56,25; Porphyromonas gingivalis-
12,5; Clostridium spp.- 81,25; Staphylococus epidermidis
-64,5; Actinomyces spp. — 39,58 [11].

Buenumyu Takox mpoBejieHa OILiHKa MiKpOOHOTO
COLIlyMy POTOBOI TOPOKHMHHU (CIIIHA/Ma30K 3 IMOBEPXHI
MPOKUBAHHS MIKPOOIOTH) 3IOpPOBHX JiTell 3 METOI0
CTBOPCHHSI «MIKpOOHHX 00pa3iB  3I0pOB’s» SIK
KOHTPOJIIO, SIKUH MO>KJIMBO BUKOPHUCTOBYBAaTH y BUBUCHHI
MIKpOOIOTH TpW  PO3BUTKY pI3HUX MATOJOTIYHUX
MPOIIECiB, B TOMY YHCHII # iHQEKIIIHHOTO MMOXOMKCHHS. 32
JIOTIOMOT'0I0 METOJIa I'a30BOi XPOMAaTO-Mac-CIEKTPOMETDii
MIKpOOHHMX MapkepiB OysM BUsIBIICHI crienudiuHi XiMivHi
Mapkepu 38 TaKCOHIB MIKpOOPraHi3MiB y pOTOBIiH
MOPOXKHHHI  3JI0POBUX JiTeil BikoM 10 14 pokis.
ABTOpaMH BHSBICHO BHCOKY MOIIOHICTH CTPYKTYpH
MIKpOOIOTH CIMHM Ta Ma3Ka 3 TIOBepXHI pOTOBOI
MOPOXKHMHM Y YMOBHO 3J0pPOBHX [iTeH, IO MOXe
CBIIUHUTH TIPO NUISXH MEPEMIOICHHSA NpeICTaBHUKIB
pizHUX BUAiB Oakrepid. HaiiOinpmry yBary aBTOpH
OPUOUIAIOTE  KUIBKICHIA — OmiHII  OakTepiit  pomy
Alcaligenes spp. IIpencraBuuku pomy Alcaligenes spp. e
NPOJIYUEHTAMH aHTHOaKTepialbHUX KOMIIOHEHTIB, LIO0
JIE30PraHi3y0Th PICT HIMPOKOrO KoJia OaKkTepii, a Takox
iHimioTh  B-mimdountn  mimdoinaux  Qonikynis g0
npoaykmii Alcaligenes-criermbivnmx  antuTin.  Takox
BCTaHOBIEHO, o Bacillus cereus, Corynebacterium spp.,
Candida mominmyBanu B cmuni, a Streptococcus spp.,
Enterococcus spp., Clostridium perfringens, Prevotella
spp., Aspergillus spp. u Alcaligenes spp — y maskax. Kpim
TOTO, 29 TaKCOHIB OyJHM CHUTEHUMHE JJIS BCIiX 3pa3KiB, IO
CBI/TYMIIO TIPO NEPEXPECH] IUIAXH MEPEMILICHHS KYJIbTYp
OakTepialbHUX TIPEICTABHUKIB PI3HUX BUAIB Ta POIIB
MIKpPOOHOT CITITPHOTH Ta iX (QYHKIIOHAIBHINA MiHJIHBOCTI.
ABTOpamMH BHSIBJICHI TI€BHI OCOOJMBOCTI MiKpoOioTH
POTOBOI MOPOXKHUHM: TaK, y HiTEH, 3 4acoM, MOCTYIOBO
i IBUTITY € THCS KIJIBKICTH MPEICTaBHUKIB pony
Clostridium spp. Ta  3HWKYETHCS KiJIBKICTh
6itimobakrepiii [12].

IIlo crocyeTbcs KIACHYHHUX OaKTEPiOIOTIIHUX
METOJIB  JOCTI/DKEHHS, TO  BOHHM,  BOYEBUD,
BUKOPHCTOBYIOTbCS B HaWOUIbIIIM Mipi B PpyTHHHIN
NPaKTHL, JUIi BUBYEHHS CTAHy MIKpOOiOMy JIIOAMHH, B
TOMY YHCJIi 1 POTOBOi IOPO>KHUHHU.

[Momryk HOBHMX MeTOAIB NPO(DUIAKTHKH Ta
JKyBaHHS THINHO-3alaJbHUX 3aXBOPIOBAaHb IAPOJOHTY
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HEPO3PUBHO NOB'S3aHUH 3 BHAUICHHAM YHCTUX KYJIBTYP
30yIHHUKIB Ta BUBYCHHSAM 1X O10JIOT1YHHUX BIACTHBOCTEH:
YyTIMBOCTI MO Mii aHTHOIOTHKIB, BIUIMBY pIi3HUX
¢ismganx  ¢akrtopiB  (ympTpadioneToBe,  JazepHE
BUIIPOMIHIOBAHHSI, PEJIATHBICTCHKI EJICKTPOHU Ta iH.) Ha
pyiiHawito 6akrepianbHUX KiaiTuH [13].

OCKIJIbKH, IO MapoJOHTONATOTeHHUX 30y THUKIB
BIJITHOCATb, B OCHOBHOMY, IPEICTaBHHUKIB aCIOPOT€HHUX

aHaepoOHux  Oaktepiii  (Porphyromonas gingivalis,
Tannerella forsythia, Treponema denticola, Prevotella
intermedia,  Fusobacterium  nucleatum, Prevotella
nigrescens,  Parvimonas  micra), ski  CKJIagHO
KYJBTUBYIOTECS a00 HE KyJIbTHBYIOTBCS HA MPOCTHX
KUBIJIPHUX ~ CEpelNOBHINAX, TO Taki JOCIHIIKEHHS
moTpeOyIoTh  OCOONMBHUX YMOB Ta YIOCKOHAJICHHX
OakTepionoriyHUX TexHoNori [Iig BUBYEHHS IUX

MIKpPOOpPraHi3MiB BHKOPHCTOBYIOTh CY4YacHi IOXKHBHI
cepenoBuia, OaraTi Ha pi3HI JKUBHJIBHI PEYOBUHHU,
BiTaMiHHI KOMIUIEKCH Ta 1HIII.

BukopucranHs ~ 0akTepioJOTIYHMX  METOJIB
JIO3BOJISIE  OLIHUTH  €(QEeKTUBHICTH JIKYBaHHA IpH
3alajibHAX 3aXBOPIOBAHHAX Y TKaHWHAX IIapOIOHTY,
BUBYUTH  acomiamii  MiKpoiopu  mapoJOHTAIBHUX
KapMaHiB TiJi 4ac Ta ICId TPOBEICHOI KOMIUIEKCHOL
teparmii. Tak, gocmipkeHHs, nposeaeHi Eremenko A.V. ta
Karakov K.G., mnokazanu NOpPUCYTHICTH Yy  BMICTI
MapoJOHTAIPHAX KapMaHIB MiKpOOHHX acomiamii, sKi
HajiuyBanu Kinmpka BuIiB 30ynuukiB. [IpoBenena
NOPIBHSUIbHA KUIBKICHA OLIiHKA MPUCYTHOCTI 30y JHHUKIB B
JMHaMILI TIpolecy JiKyBaHHS J03BOJIMIIA BCTAHOBUTH, L0
mix 4ac Ta IichHsA JIKyBaHHS MIKpoOHHMH —meif3ax
[apoJOHTAIBHAX KAPMaHiB CyTTEBO 3MiHIOBaBcs [14].

OtpuMaHi  AaHi  JO3BOJSIOTH  IOTJIHOMTH
PO3YMIHHS TATOTEHETHYHUX IIPOLECIB Y PO3BUTKY
THIHHO-3aNaJIbHAX 3aXBOPIOBaHb y TKAHMHAX IApOAOHTY,
migiOpatn  epekTHBHY  cXeMy  JIKYBaHHS  TaKuX
3aXBOPIOBAHb, [UIS JOCSTHEHHS KIiHIIEBOI MeETH
emMiHamii 30y THUKA, HOpMaJTi3arii IMOKa3HUKIB
MIiKpodJIOpr pOTOBOi TMOPOKHWUHM, 1, BPEIITI-pPElIT,
3I0pOB’s MALIEHTA.

VY3arajapHIOIOUM HaBeleHI pe3yIbTaTH BUBUEHHS

CTaHy MiKpoQJIOpH POTOBOI MOPOKHUHHU y 3/I0pPOBUX OCIO
Ta y XBOpHUX 3 THIIHO-3alaJIbHUMH 3aXBOPIOBaHHSMH Y
TKaHWHaX MIapOJIOHTY, HPOBEIECHOTO HIJISIXOM
3aCTOCYBaHHS PI3HMX METOMIB IOCIHiIKEHHS, MOXHa
KOHCTaTyBaTH, II10:
0aKTepioNOTiYHI METOJIM IOCITIHKEHHS MIKpOQIOpH
pOTOBOI MOPOXKHMHN HE BTPAYarOTh CBOEI BaXKIIMBOCTI Ta
MOTPeOYIOTh MOCTIIHOTO YJOCKOHAJICHHS], 10 OB’ SI3aHO,
Hacammepel, 3 TPYAHOLIAMH KyJbTUBYBAaHHS JAESKUX
30yJHUKIB  TATOJIOTIYHMX  MNpOLECIB Yy  TKaHHHAX
MapOJIOHTY;
BCTaHOBJICHHS mepemiKky  MIKpoopraHi3MiB
«MapKepiB CTaHy 3A0pOB’s» TKAaHUH MAapOJOHTY Ta
KUTBKiICHUX MiKpOOi0JIOTiYHIX TTOKa3HUKIB
3aXBOPIOBAHHS, € B HAlll 4aC BKJIMBOIO Ta IOKHU IO HE
BUpinieHo0  mpoOmemoro.  JlocsirHeHHs 1€l  MeTH
norpedye aHamizy Ta y3arajdbHEHHS 3HAYHOTO 00’ eMy
eKCIIEPUMEHTAIbHUX PEe3yJIbTaTiB, OTPUMAHUX PI3HUMHU
JIOCIIITHUKAMHU.
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Some aspects of studying the state of the oral
microflora

Dyachenko Valentina, Voronkina Iryna,
Maryuschenko Anatoly, Serdechna Eleonora,
Biryukova Svetlana, Kheder Said

The study of the microflora of the oral cavity plays an
important role in establishing the pathogenetic
mechanisms of purulent-inflammatory diseases of
periodontal tissues. The human oral microbiome includes
more than 700 species of microorganisms that inhabit
various habitats, including teeth, gums, tongue, cheeks,
hard and soft palate, and tonsils. The term "microbiome"
was coined in 2001 by Joshua Lederberg to denote the
ecological set of commensal, symbiotic and pathogenic
microorganisms in our body that play the role of
"determinants of health and disease". Under the influence
of various factors in the qualitative and quantitative
composition of the microflora of the oral cavity there are
changes. Her condition is influenced by lifestyle, age,
human nutrition, compliance with the rules of oral
hygiene, as well as the presence of various diseases,
including various disorders and diseases in the oral cavity,
and other factors. Because there is a constant flow of
microorganisms that enter the oral cavity from the
environment, it is necessary to distinguish them from
endogenous species, which Theodore Rosebury called
local microbes or normal microflora. It is believed that the
difference between them cannot be established directly by
studies of human isolates alone. It is necessary to compare
them with isolates from the external environment to
determine which clones are rapidly restored in the host
organism, or in the environment. Analysis of the oral
microbiome of healthy people using the latest advances in
sequencing technology revealed that most species of
bacterial microorganisms in healthy people are identical.
Based on international research in recent years, a database
of phylogenetic data on the human oral microbiome -
Human Oral Microbiome Database (HOMD), which
includes about 700 taxa (individual species and
subgroups) and 13 types of Actinobacteria, Fusobacteria,
Chlamidia, Chloroflexi, Furyarchaeota Proteobacteria
Spirochaetes, SR1, Synergistetes, Tenericutes and TM7.
HOMD is the first phylogenetic base of microbiome
results, which aims to understand the health and
development of human oral diseases (including caries,
purulent-inflammatory periodontal diseases and others).
In order to determine the relative number of taxa and to
identify new species of oral microbiota, 36,043 clones of
16S rRNA genes with more than 1000 isolates were
analyzed. The results revealed 1,179 taxa, of which about
280 species of bacteria were isolated culturally and
received an official name, about 8% - cultivated but not
named, and 68% were non-cultivated. Thus, it was
confirmed that more than half of the species of bacteria
existing in the oral cavity cannot be cultured on nutrient
media. As for the classical bacteriological methods of
research, they are obviously used to the greatest extent in
routine practice, to study the state of the human
microbiome, including the oral cavity. The search for new
methods of prevention and treatment of purulent-
inflammatory periodontal diseases is inextricably linked
with the isolation of pure cultures of pathogens and the
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study of their biological properties: sensitivity to
antibiotics, exposure to various physical factors
(ultraviolet, laser radiation, relativistic electrons, etc.)
cells.

Keywords: oral microflora, studying, review
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